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MGI is the international database resource for the laboratory mouse, providing integrated
genetic, genomic, and biological data to facilitate the study of human health and disease. The
projects contributing to this resource are: Mouse Genome Database MGD Project MGD includes
data on gene characterization, nomenclature, mapping, gene homologies among vertebrates,
sequence links, phenotypes, allelic variants and mutants, and strain data. See About MGD.
Gene Expression Database GXD Project GXD integrates different types of gene expression
information from the mouse and provides a searchable index of published experiments on
endogenous gene expression during development. Mouse Models of Human Cancer database
MMHCdb Project MMHCdb integrates data on the frequency, incidence, genetics, and pathology
of neoplastic disorders, emphasizing data on tumors that develop characteristically in different
genetically defined strains of mice. Cre Resources CrePortal Project The CrePortal Project
collects and annotates and integrates expression and activity data for recombinase-containing
transgenes and knock-in alleles. See the Recombinase Portal. MGI integrates comparative data
on inbred strain characteristics including SNPs, polymorphisms, and quantitative phenotypes.
Inbred strains of mice represent unique fixed genotypes that can be repeatedly accessed as
homogeneous experimental individuals, with predictable phenotypes and defined allelic
composition. Hundreds of inbred strains of mice have been described and new strains continue
to be developed, taking advantage of the rich genetic diversity among the existing strains and
the ease with which the mouse genome can be manipulated. MGI serves as a registry for mouse
strains worldwide, maintaining the authoritative nomenclature for existing strains. Comparative
data on inbred strain characteristics, SNPs, polymorphisms, and quantitative phenotypes are
integrated with other genetic, genomic, and biological data in MGI. Probes and restriction

enzymes used for RFLP analysis and primer sequences used for PCR are provided, with
fragment sizes and variants for each strain tested. Links to these data can be found in the
Polymorphisms section of gene and marker detail pages. MGI holds information on comparative
strain characteristics as originally curated by Dr. Michael Festing. These narratives provide key
phenotypic traits of major inbred strains, such as behavior, physiology, anatomy, drug
responses, immunology, infection, and reproduction. The Genealogy of Inbred Strains provides
a "pedigree" of relationships of strains since their origin. The Genealogy Chart graphically
displays the movement and development of inbred strains and is particularly useful in looking
at dispersion of strains and how inbreeding and allele fixation occurred in relation to conserved
sequence blocks observed in SNP analysis Data are fully referenced. See Using the Quick
Search Tool for more information. Strain Query. Strain Name. Search Clear. Match any all
selected attributes. See attribute definitions. Strain Collections. About Help Documents
Collaborators Other Links Strains Inbred strains of mice represent unique fixed genotypes that
can be repeatedly accessed as homogeneous experimental individuals, with predictable
phenotypes and defined allelic composition. Strain characteristics and historical origins MGI
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collaborative research effort among physicians, researchers, and patients at the University of
Michigan U-M with the goal of harmonizing patient electronic health record EHR data with
genetic data to gain novel biomedical insights. Participants of MGI agree to provide the study
team with access to EHR data for clinical information and biospecimens for genotyping. MGI
enrollees may also be asked to answer survey questions depending on the clinic from which
they are recruited. Each MGI participant also understands that they may be re-contacted in the
future for follow-up studies if they have a genotype or clinical condition of interest to
investigators across the U-M research enterprise. Cohort Profile Dec. The median age of male
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Laurens Wilming, Ph. Press Release February 23, Your genetic makeup and type 2 diabetes JAX
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etic variations that influence susceptibility to insulin resistance and type 2 diabetes. While
Connecticut's vaccine rollout is progressing successfully, with the state ranking fifth nationally
for the highest percent of the population vaccinated, continued public testing and caution are
still more important than ever. A JAX research team led by Cat Lutz launched a project to
develop gene therapy strategies and to test small molecules for the treatment of multiple
sulfatase deficiency, a rare genetic disorder. Machine learning platforms can be fed data to
"teach" them to learn patterns and predict outcomes, and they are becoming more important all
the time in biomedical research. But what are they? How do they work? And can we peer into
the black box of their inner functions to make them more powerful for prediction and discovery?
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